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<400> 1 



Met Gly 


Leu 


Pro 


Arg 


Gly 


Pro 


Leu 


Ala 


Ser 


Leu 


Leu 


Leu 


Leu 


Gin 


Val 


1 
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10 










15 




Cys 


Trp 


Leu 


Gin 


Cys 


Ala 


Ala 


Ser 


Glu 


Pro 


Cys 


Arg 


Ala 


Val 


Phe 


Arg 








20 










25 










30 






Glu 


Ala 


Glu 


Val 


Thr 


Leu 


Glu 


Ala 


Gly 


Gly 


Ala 


Glu 


Gin 


Glu 


Pro 


Gly 






35 










40 










45 








Gin 


Ala 


Leu 


Gly 


Lys 


Val 


Phe 


Met 


Gly 


Cys 


Pro 


Gly 


Gin 


Glu 


Pro 


Ala 




50 










55 










60 










Leu 


Phe 


Ser 


Thr 


Asp 


Asn 


Asp 


Asp 


Phe 


Thr 


Val 


Arg 


Asn 


Gly 


Glu 


Thr 


65 










70 










75 










80 


Val 


Gin 


Glu 


Arg 


Arg 


Ser 


Leu 


Lys 


Glu 


Arg 


Asn 


Pro 


Leu 


Lys 


He 


Phe 










85 










90 










95 




Pro 


Ser 


Lys 


Arg 


He 


Leu 


Arg 


Arg 


His 


Lys 


Arg 


Asp 


Trp 


Val 


Val 


Ala 








100 










105 










110 






Pro 


He 


Ser 


Val 


Pro 


Glu 


Asn 


Gly 


Lys 


Gly 


Pro 


Phe 


Pro 


Gin 


Arg 


Leu 






115 










120 










125 








Asn 


Gin 


Leu 


Lys 


Ser 


Asn 


Lys 


Asp 


Arg 


Asp 


Thr 


Lys 


He 


Phe 


Tyr 


Ser 




130 










135 










140 










He 


Thr 


Gly 


Pro 


Gly 


Al a 


Asp 


Ser 


Pro 


Pro 


Glu 


Gly 


Val 


Phe 


Ala 


Val 


145 










150 










155 










160 


Glu 


Lys 


Glu 


Thr 


Gly 


Trp 


Leu 


Leu 


Leu 


Asn 


Lys 


Pro 


Leu 


Asp 


Arg 


Glu 










165 










170 










175 




Glu 


He 


Ala 


Lys 


Tyr 


Glu 


Leu 


Phe 


Gly 


His 


Ala 


Val 


Ser 


Glu 


Asn 


Gly 








180 










185 










190 






Ala 


Ser 


Val 


Glu 


Asp 


Pro 


Met 


Asn 


He 


Ser 


He 


He 


Val 


Thr 


Asp 


Gin 






195 










200 










205 








Asn 


Asp 


His 


Lys 


Pro 


Lys 


Phe 


Thr 


Gin 


Asp 


Thr 


Phe 


Arg Gly Ser 


Val 




210 

Leu Glu Gly Val 
225 

Asp Glu Asp Asp 

lie His Ser Gin 

260 

His Arg Ser Thr 
275 

Glu Lys Val Pro 
290 

Gly Asp Gly Ser 
305 

Ala Asn Asp Asn 

Val Pro Glu Asn 

340 

Asp Leu Asp Ala 
355 

Met Gly Gly Asp 
370 

Ser Asn Gin Gly 
385 

Lys Asn Gin His 

Val Leu Lys Leu 

420 

Asp Val Asn Glu 
435 

Val Gin Glu Gly 
450 

Glu Asp Pro Asp 
465 

Asp Pro Ala Gly 

Ala Val Gly Thr 

500 

lie Tyr Glu Val 
515 

Thr Gly Thr Gly 
530 

Gly Pro Val Pro 
545 

Val Arg His Val 

Ser Pro Phe Gin 

580 

Ala Glu Val Asn 
595 

Phe Leu Lys Gin 
610 

Gly Asn Lys Glu 
625 

His Gly His Val 

Leu Pro Val Leu 

660 



215 

Leu Pro Gly Thr 
230 

Ala lie Tyr ( Thr 
245 

Glu Pro Lys Asp 

Gly Thr He Ser 

280 

Glu Tyr Thr Leu 
295 

Thr Thr Thr Ala 
310 

Ala Pro Met Phe 
325 

Ala Val Gly His 

Pro Asn Ser Pro 

360 

Asp Gly Asp His 
375 

He Leu Thr Thr 
390 

Thr Leu Tyr Val 
405 

Pro Thr Ser Thr 

Ala Pro Val Phe 

440 

He Pro Thr Gly 
455 

Lys Glu Asn Gin 
470 

Trp Leu Ala Met 
485 

Leu Asp Arg Glu 

Met Val Leu Ala 

520 

Thr Leu Leu Leu 
535 

Glu Pro Arg Gin 
550 

Leu Asn He Thr 
565 

Ala Gin Leu Thr 

Glu Glu Gly Asp 

600 

Asp Thr Tyr Asp 
615 

Gin Leu Thr Val 
630 

Glu Thr Cys Pro 
645 

Gly Ala Val Leu 



220 

Ser Val Met Gin 
235 

Tyr Asn Gly Val 
250 

Pro His Asp Leu 
265 

Val He Ser Ser 

Thr He Gin Ala 

300 

Val Ala Val Val 
315 

Asp Pro Gin Lys 
330 

Glu Val Gin Arg 
345 

Ala Trp Arg Ala 

Phe Thr He Thr 

380 

Arg Lys Gly Leu 
395 

Glu Val Thr Asn 
410 

Ala Thr He Val 
425 

Val Pro Pro Ser 

Glu Pro Val Cys 

460 

Lys He Ser Tyr 
475 

Asp Pro Asp Ser 
490 

Asp Glu Gin Phe 
505 

Met Asp Asn Gly 

Thr Leu He Asp 

540 

He Thr He Cys 
555 

Asp Lys Asp Leu 
570 

Asp Asp Ser Asp 
585 

Thr Val Val Leu 

Val His Leu Ser 

620 

He Arg Ala Thr 
635 

Gly Pro Trp Lys 
650 

Ala Leu Leu Phe 
665 



Val Thr Ala Thr 

240 

Val Ala Tyr Ser 
255 

Met Phe Thr He 
270 

Gly Leu Asp Arg 
285 

Thr Asp Met Asp 

Glu He Leu Asp 

320 

Tyr Glu Ala His 
335 

Leu Thr Val Thr 
350 

Thr Tyr Leu He 
365 

Thr His Pro Glu 

Asp Phe Glu Ala 

400 

Glu Ala Pro Phe 
415 

Val His Val Glu 
430 

Lys Val Val Glu 
445 

Val Tyr Thr Ala 

Arg He Leu Arg 

480 

Gly Gin Val Thr 
495 

Val Arg Asn Asn 
510 

Ser Pro Pro Thr 
525 

Val Asn Asp His 

Asn Gin Ser Pro 

560 

Ser Pro His Thr 
575 

He Tyr Trp Thr 
590 

Ser Leu Lys Lys 
605 

Leu Ser Asp His 

Val Cys Asp Cys 

640 

Gly Gly Phe He 
655 

Leu Leu Leu Val 
670 



Leu Leu Leu Leu Val Arg Lys Lys Arg Lys lie Lys Glu Pro Leu Leu 

675 680 685 

Leu Pro Glu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Gly Glu Glu 

690 695 700 

Gly Gly Gly Glu Glu Asp Gin Asp Tyr Asp lie Thr Gin Leu His Arg 
705 710 715 720 

Gly Leu Glu Ala Arg Pro Glu Val Val Leu Arg Asn Asp Val Ala Pro 

725 730 735 

Thr lie He Pro Thr Pro Met Tyr Arg Pro Arg Pro Ala Asn Pro Asp 

740 745 750 

Glu He Gly Asn Phe He He Glu Asn Leu Lys Ala Ala Asn Thr Asp 

755 760 765 

Pro Thr Ala Pro Pro Tyr Asp Thr Leu Leu Val Phe Asp Tyr Glu Gly 

770 775 780 

Ser Gly Ser Asp Ala Ala Ser Leu Ser Ser Leu Thr Ser Ser Ala Ser 
785 790 795 800 

Asp Gin Asp Gin Asp Tyr Asp Tyr Leu Asn Glu Trp Gly Ser Arg Phe 

805 810 815 

Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu Asp Asp 

820 825 



<210> 2 
<211> 3170 
<212> DNA 

<213> Homo sapiens 
<400> 2 

gcggaacacc ggcccgccgt cgcggcagct gcttcacccc tctctctgca gccatggggc 60 
tccctcgtgg acctctcgcg tctctcctcc ttctccaggt ttgctggctg cagtgcgcgg 120 
cctccgagcc gtgccgggcg gtcttcaggg aggctgaagt gaccttggag gcgggaggcg 18 0 
cggagcagga gcccggccag gcgctgggga aagtattcat gggctgccct gggcaagagc 240 
cagctctgtt tagcactgat aatgatgact tcactgtgcg gaatggcgag acagtccagg 300 
aaagaaggtc actgaaggaa aggaatccat tgaagatctt cccatccaaa cgtatcttac 360 
gaagacacaa gagagattgg gtggttgctc caatatctgt ccctgaaaat ggcaagggtc 420 
ccttccccca gagactgaat cagctcaagt ctaataaaga tagagacacc aagattttct 480 
acagcatcac ggggccgggg gcagacagcc cccctgaggg tgtcttcgct gtagagaagg 540 
agacaggctg gttgttgttg aataagccac tggaccggga ggagattgcc aagtatgagc 600 
tctttggcca cgctgtgtca gagaatggtg cctcagtgga ggaccccatg aacatctcca 660 
tcatcgtgac cgaccagaat gaccacaagc ccaagtttac ccaggacacc ttccgaggga 72 0 
gtgtcttaga gggagtccta ccaggtactt ctgtgatgca ggtgacagcc acagatgagg 780 
atgatgccat ctacacctac aatggggtgg ttgcttactc catccatagc caagaaccaa 84 0 
aggacccaca cgacctcatg ttcacaattc accggagcac aggcaccatc agcgtcatct 900 
ccagtggcct ggaccgggaa aaagtccctg agtacacact gaccatccag gccacagaca 960 
tggatgggga cggctccacc accacggcag tggcagtagt ggagatcctt gatgccaatg 102 0 
acaatgctcc catgtttgac ccccagaagt acgaggccca tgtgcctgag aatgcagtgg 1080 
gccatgaggt gcagaggctg acggtcactg atctggacgc ccccaactca ccagcgtggc 114 0 
gtgccaccta ccttatcatg ggcggtgacg acggggacca ttttaccatc accacccacc 1200 
ctgagagcaa ccagggcatc ctgacaacca ggaagggttt ggattttgag gccaaaaacc 1260 
agcacaccct gtacgttgaa gtgaccaacg aggccccttt tgtgctgaag ctcccaacct 132 0 
ccacagccac catagtggtc cacgtggagg atgtgaatga ggcacctgtg tttgtcccac 13 80 
cctccaaagt cgttgaggtc caggagggca tccccactgg ggagcctgtg tgtgtctaca 1440 
ctgcagaaga ccctgacaag gagaatcaaa agatcagcta ccgcatcctg agagacccag 1500 
cagggtggct agccatggac ccagacagtg ggcaggtcac agctgtgggc accctcgacc 1560 
gtgaggatga gcagtttgtg aggaacaaca tctatgaagt catggtcttg gccatggaca 162 0 
atggaagccc tcccaccact ggcacgggaa cccttctgct aacactgatt gatgtcaacg 1680 
accatggccc agtccctgag ccccgtcaga tcaccatctg caaccaaagc cctgtgcgcc 1740 



acgtgctgaa catcacggac aaggacctgt ctccccacac ctcccctttc caggcccagc 1800 

tcacagatga ctcagacatc tactggacgg cagaggtcaa cgaggaaggt gacacagtgg 1860 

tcttgtccct gaagaagttc ctgaagcagg atacatatga cgtgcacctt tctctgtctg 1920 

accatggcaa caaagagcag ctgacggtga tcagggccac tgtgtgcgac tgccatggcc 1980 

atgtcgaaac ctgccctgga ccctggaaag gaggtttcat cctccctgtg ctgggggctg 2 040 

tcctggctct gctgttcctc ctgctggtgc tgcttttgtt ggtgagaaag aagcggaaga 2100 

tcaaggagcc cctcctactc ccagaagatg acacccgtga caacgtcttc tactatggcg 2160 

aagagggggg tggcgaagag gaccaggact atgacatcac ccagctccac cgaggtctgg 2220 

aggccaggcc ggaggtggtt ctccgcaatg acgtggcacc aaccatcatc ccgacaccca 22 80 

tgtaccgtcc taggccagcc aacccagatg aaatcggcaa ctttataatt gagaacctga 2340 

aggcggctaa cacagacccc acagccccgc cctacgacac cctcttggtg ttcgactatg 2400 

agggcagcgg ctccgacgcc gcgtccctga gctccctcac ctcctccgcc tccgaccaag 2460 

accaagatta cgattatctg aacgagtggg gcagccgctt caagaagctg gcagacatgt 252 0 

acggtggcgg ggaggacgac taggcggcct gcctgcaggg ctggggacca aacgtcaggc 2 580 

cacagagcat ctccaagggg tctcagttcc cccttcagct gaggacttcg gagcttgtca 2640 

ggaagtggcc gtagcaactt ggcggagaca ggctatgagt ctgacgttag agtggttgct 2700 

tccttagcct ttcaggatgg aggaatgtgg gcagtttgac ttcagcactg aaaacctctc 2760 

cacctgggcc agggttgcct cagaggccaa gtttccagaa gcctcttacc tgccgtaaaa 282 0 

tgctcaaccc tgtgtcctgg gcctgggcct gctgtgactg acctacagtg gactttctct 2880 

ctggaatgga accttcttag gcctcctggt gcaacttaat tttttttttt aatgctatct 2940 

tcaaaacgtt agagaaagtt cttcaaaagt gcagcccaga gctgctgggc ccactggccg 3000 

tcctgcattt ctggtttcca gaccccaatg cctcccattc ggatggatct ctgcgttttt 3060 

atactgagtg tgcctaggtt gccccttatt ttttattttc cctgttgcgt tgctatagat 3120 

aagggtgagg acaatcgtgt atatgtacta gaactttttt attaaagaaa 3170 



